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14. Haque, MN., F. Diba, F., Istiaq, A., Siddique, MA., Mou, JT., Hossain, MA. Sultana, M. (2024) Novel Insights into the Co-Selection of Metal-Driven Antibiotic Resistance in Bacteria: A Study of Arsenic and Antibiotic Co-Exposure. Arch. Microbiol. 206(4):194. doi: 10.1007/s00203-024-03873-0. (IF:2.95).
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16. Hossain, KA., Anjume, H., Alam, KMM., Yeamin, A., Akter, S., Hossain, MA., Sultana, M (2023) Emergence of a novel sublineage, MYMBD21 under SA-2018 lineage of Foot-and-Mouth Disease Virus serotype O in Bangladesh. Sci. Rep. 13(1):9817. doi:10.1038/s41598-023-36830-w (IF: 4.997).

17. Diba, F., Hoque, MN., Rahman, MS., Haque, F., Rahman, MKJ., Moniruzzaman, M., Khan, M., Hossain, MA, Munawar Sultana, M. (2023) Metagenomic and culture-dependent analysis of groundwater microbiome unveil active microbial community and novel functional genes involved in arsenic mobilization and detoxification. DOI: 10.21203/rs.3.rs-2390178/v1 (accepted; BMC microbiology; IF: 4.465).
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19. Saha, O., Rabeya Basri., R., Hossain, MA., Sultana, M. (2023) Characterization of multidrug and heavy metal resistance of carbapenemases producing Klebsiella pneumoniae from poultry samples in Bangladesh. Vet. Med. Sci. 9:1685–1701; DOI:10.1002/vms3.1168 (IF: 2.11). 

20. Rahman, MS., Hoque,MN., Chowdhury, SR., Siddique, MM., Islam,OK., Galib, SM., Md. Tanvir Islam, T., Hossain, MA. (2023) Temporal dynamics and fatality of SARS-CoV-2 variants in Bangladesh. Health Sci. Rep. DOI: 10.1002/hsr2.1209 (IF: 1.95).

21. Dip, S.D., Sarkar, S.L., Setu, MAA., Das, PK., Pramanik, MHA., Rubayet Ul Alam, ASM., Al-Emran, HM., Hossain, MA and Jahid, IQ (2023) Evaluation of RT-PCR assays for detection of SARS-CoV-2 variants of concern. Sci. Rep. 13, 2342. https://doi.org/10.1038/s41598-023-28275-y  (IF: 4.994)
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22. Asaduzzaman, M., Saha, O., Islam, A., Nasrin, N., Islam, S., Ahmed, M., Sultana, M., Hossain MA and Lehmann, C (2022) Emergence of multi-drug resistant Salmonella Typhi and Salmonella Paratyphi A in Bangladesh. Life, 12, x. https://doi.org/10.3390/xxxxx; (IF: 2.99).
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Transcriptome analysis in nasopharyngeal samples reveals increased abundance and diversity of opportunistic fungal pathogens in COVID-19 patients (2022) PLOS ONE (PONE-D-22-14092R1; Accepted; IF: 3.752).
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26. Hoque, MN., Jahan. MI, Hossain, MA, Sultana, M., (2022) Genomic diversity and molecular epidemiology of a multidrug resistant Pseudomonas aeruginosa DMC30b isolated from hospitalized burn patient in Bangladesh. J. Global. Antimicrobial Resist. https://doi.org/10.1016/j.jgar.2022.08.023 (IF: 4.035).

27. Das, PK., Mandal, A., Rahman, MM., Sarkar, SL., Jahid, IK., Hossain, MA., Alam ASMRU and Roy, PC. (2022) Salmonella enterica Serovar Typhimurium and Enteritidis Isolated from Raw Shrimp in Bangladesh: An Investigation Based on Molecular Characteristics, Survival, Virulence, Antibiotic Resistance, and Biofilm Formation Attributes. J. Food Quality, 2022 ID 3420364; https://doi.org/10.1155/2022/3420364  (IF: 3.2).

28. [bookmark: _Hlk65431918][bookmark: _Hlk116676241]Alam, ASMRU., Islam, OK., Hasan, MS., Al‐Emran, HM., Md. Jahid, IK., Crandall, IK., Hossain, MA. (2020) Dominant Clade-featured SARS-CoV-2 Co-occurring Mutations Reveals Plausible Epistasis: An in silico based Hypothetical Model. doi: J Med Virol. 2022 Mar;94(3):1035-1049. doi: 10.1002/jmv.27416. (IF: 20.69).
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Year 2021
32. Reuben, RC., Sarkar, SL., Roy, PC, Anwar, A., Hossain, MA & Jahid, IK. (2021) Prebiotics, probiotics and postbiotics for sustainable poultry production. World's Poult. Sci. J. https://doi.org/10.1080/00439339.2021.1960234 (IF: 2.914).
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36. Al-Emran, HM., Shazid, HM, Setu, MAA., Rahman, MS., Alam, ASMRU., Sarkar, SL., Islam, MT., Islam, MR., Rahman, MM., Islam, MA., Jahid, IK., Hossain, MA. (2021) Genomic analysis of SARS-CoV-2 variants of concern identified from the ChAdOx1 nCoV-19 immunized patients from Southwest part of Bangladesh. J. Infection and Public Health, https://doi.org/10.1016/j.jiph.2021.12.002 ( IF: 3.11).
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38. Saha, O., Islam, MR., Rahman, MS., Hoque, MN., Hossain, MA., and Sultama, M. (2021) First report from Bangladesh on genetic diversity of multidrug-resistant Pasteurella multocida type B:2 in fowl cholera. Vet. World. DOI: 10.14202/vetworld.2021.2527-2542 (IF: 2.11).

39. Sultana, KF., Saha, O., Hoque, NM., Sultana, M., and Hossain, MA (2021) Multilocus sequence typing of multidrug resistant Salmonella strains circulating in poultry farms of Bangladesh. Brazilian J. Microbiol. 52, 2385–2399. https://doi.org/10.1007/s42770-021-00577-1  (IF: 2.476).
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41. Siam Md.HB, Imran A, Limon Md.BH, Zahid MH, Hossain Md.A, Siddique MA, Sultana M, Hossain MA. (2021) Antibiotic Abuse: A Cross-Sectional Study on Knowledge, Attitude, and Behavior Among the University Students in Dhaka, Bangladesh. Electron J Gen Med. 2021;18(1):emXXX. https://doi.org/10.29333/ejgm/xxxx (IF: 2.222).

42. Hoque, MN., Akter, S., Mishu, ID., Islam, MR., Rahman, MS., Akhter, M., Islam, I., Hasan, MM., Rahman, MM., Sultana, M., Islam, T., Hossain, MA. (2021) Microbial co-infections in COVID-19: associated microbiota and underlying mechanisms of pathogenesis. Microbial Pathogenesis.156, 104941 https://doi.org/10.1016/j.micpath.2021.104941  (IF: 3.738).
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44. Nigar, S., Shah, SMT., Setu, MAA., Dip, SD., Ibnat, H., Islam, MT., Akter, S., Jahid., IK., Hossain, MA. (2021) Relative expression of pro-inflammatory molecules in COVID-19 patients manifested disease severities. J. Med. Virol.; 93: 5805-5815 http://dx.doi.org/10.1002/jmv.27112  (IF: 20.69).
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47. Saha, O., Rakhi, N. N., Hoque, M. N., Sultana, M., Hossain, MA. (2021). Genome-wide Genetic Marker Analysis and Genotyping of Escherichia fergusonii strain OTSVEF–60. Brazilian J. Microbiol.; doi.org/10.1007/s42770-021-00441-2 (IF: 2.719)
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48. Saha, O.,Rakhi, N.N.,Istiaq, A., Islam, I., Sultana. M., Hossain, A.M., Rahman, M.,M. (2020). Evaluation of Commercial Disinfectants against Staphylococcus lentus and Micrococcus spp. of Poultry Origin. Vet. Med. Int. Article ID 8811540 | https://doi.org/10.1155/2020/8811540 (IF:1.08)
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50. Saha, O., Islam, MR., Rahman, MS., Hoque, MN., Hossain, MA., Sultana, M. (2020) Genome-wide diversity and differentiation of two novel multidrug-resistant populations of Pasteurella multocida type B:2 from fowl cholera. https://doi.org/10.1101/2020.08.24.262618 
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53. Mishu, DI., Akter, S., Alam, ASMR., Hossain, MA., Sultana, M. (2020) In Silico Evolutionary Divergence Analysis Suggests the Potentiality of Capsid Protein VP2 in Serotype Independent Foot-and-Mouth Disease Virus Detection. Frontiers in Veterinary Science, Manuscript ID: 554288 (IF: 2.45)
54. Islam, OK., Al-Emran, HM., Hasan, MS., Anwar, A., Jahid, MIK., Hossain, MA (2020) Emergence of European and North American mutant variants of SARS-CoV-2 in Southeast Asia. Transboundary Emerging Disease (TBED), DOI: 10.1111/tbed.13748 . (IF: 5.05)
55. Saha, O., Hoque, MN., Islam, OK., Rahman, MM., Sultana, M., Hossain, MA (2020) Multidrug-Resistant Avian Pathogenic Escherichia coli Strains and Association of Their Virulence Genes in Bangladesh. Microorganisms. 8: 1135; doi:10.3390/microorganisms8081135. (IF: 4.152)
56. Islam, MR., Hoque, MN.,  Rahman, SM., Puspo , JA., Akhter , M.,  Akter, S., Alam, ASMRU,  ,  Sultana, M., Crandall, KA., Hossain, MA. (2020) Genome Wide Analysis of Severe Acute Respiratory Syndrome Coronavirus-2 Implicates World-Wide Circulatory Virus Strains Heterogeneity. www.nature.com/articles/s41598-020-70812-6 (Scientific reports, Sci.rep.) (IF: 4.011)
57. Rahman, SM.,  Hoque, MN.,  Islam, MR., Akter, S., Siddique, MA., Saha,O., Rahaman, MM., Sultana, S., Hossain, MA. (2020) Epitope-based chimeric peptide vaccine design against S, M and E proteins of SARS-CoV-2 etiologic agent of global pandemic COVID-19: an in silico approach. PeerJ 8:e9572 https://doi.org/10.7717/peerj.9572 (IF:2.38)
58. Rahman,MS. M. Islam, RI, Hoque,NM, Alam, ASMRU, Akther. M,  Puspo, A, Salma, A, Anwar, A, Sultana, M, Hossain, MA (2020) Comprehensive annotations of the mutational spectra of SARS-CoV-2 spike protein: a fast and accurate pipeline. DOI:10.1111/tbed.13834; (IF: 5.05).
59. Islam, MR., Rahman, MS., Al-Amin, M, Alam, ASMRU., Siddique, MA., Sultana, M. Hossaina, MA (2020) Evidence of Combined Effect of Amino Acid Substitutions within G-H and B-C Loops of VP1 Conferring Serological Heterogeneity in Foot-and-Mouth Disease Virus Serotype A. TBED, DOI:10.1111@tbed.13687.pdf. (IF: 5.05)
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