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	English Name：
Pui-Yan Kwok

	
	Chinese Name：
郭沛恩


	Current Position: 
Academician and Director, Institute of Biomedical Sciences, Academia Sinica
Henry Bachrach Distinguished Professor, University of California, San Francisco

	Education/Training:
AB (Hons), Chemistry, University of Chicago
MS, Human Biology, University of Chicago
PhD, Organic Chemistry, University of Chicago
MD, University of Chicago Pritzker School of Medicine
Resident and Chief Resident in Dermatology, Washington University School of Medicine, St. Louis

	Professional and Research Experience:
Postdoctoral Fellow, Department of Genetics, Washington University School of Medicine, St. Louis
Visiting Scientist, Department of Molecular Biotechnology, University of Washington, Seattle
Assistant and Associate Professor, Dermatology and Genetics, Washington University, St. Louis
Henry Bachrach Distinguished Professor, Dermatology and Cardiovascular Research Institute, University of California, San Francisco
Distinguished Research Fellow and Director, Institute of Biomedical Sciences, Academia Sinica

	Awards and Honors:
Fellow, the World Academy of Sciences (TWAS) for the Advancement of Science in Developing Countries, 2022
Chen Award for Distinguished Academic Achievement in Human Genetic and Genomic Research, HUGO (Human Genome Organization), 2022
Fellow, American Association for the Advancement of Science, 2020
Academician, Academia Sinica, Taiwan, 2018
Distinguished Service Award, University of Chicago Pritzker School of Medicine, 2017
Elected Member of the American Dermatological Association, 2008
Visiting Distinguished Professor, Physician Scientist Training Program, UC-Davis, 2004
Siu Lien Ling Wong Visiting Fellow, Chung Chi College, Chinese University of Hong Kong, 2004
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